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Convert TXT to Binary 
Tools → Convert Text to Binary Files 
 
The Convert Text to Binary tool allows the user to upload trace data information in Text (.txt) file format for 
conversion into a four-color SCF file or a five-color SG1 file.  The SCF and SG1 files can then be read by 
GeneMarker and translated into chromatograms.  This tool is useful for institutions developing their own 
fragment analysis instruments. 
 

Procedure 
1. Click the Load Text File button and select Text (.txt) files to 

convert 
2. Once files are uploaded, they will appear in the Text File 

field  
3. The software will automatically calculate a Recommended 

Ratio for the user to condense the number of frames in a 
single trace 

4. Enter a condense frames by XX number in the Condense 
Frames field 

5. Click Export to SG1 if exporting a five-color trace, click 
Export to SCF if exporting a four-color trace. 

 

 
Export Elecropherogram 
Tools →Export Electropherogram 
 
The Export Electropherogram tool allows the user to 
export the trace images to a specified folder. 
 

Procedure 
1. Use a dropdown menu to specify the output folder.  
2.  Specify the prefix and suffix for the exported file 

name. The full file name will be Prefix+Sample 
name+”_”+Dye name+Suffix+Extension name.  

3. Select samples, Dyes and Image Size 
4. Use a dropdown menu to specify the export format. 

JPEG and PNG are both available. PNG is 
recommended  
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Overview 
 
User management may be implemented after installation of GeneMarker. The 
administrator activates User Management from the Help drop-down menu. User 
management provides control of user access rights, automatically generates an 
audit trail of all edits to genotyping projects and is used to populate the 
Organization and Operator fields in print reports such as MLPA and Trisomy. 
 

Procedure  
1. Select Help → User Management 
2. The Login box appears 
3. Click Run User Protection to activate the Setup Administrator 
4. Enter Organization, an Administrator username and password 
5. Click OK 
6. You are now logged in as the Administrator 
7. Click the Add User button to add additional users 
8. Click the Access Rights button to set up user type access permissions 
9. Be sure to select Run User Protection and click OK to exit 
 

User Manager 
The User Manager tab displays user information and contains options for creating and deleting users. 
 
User Window 
Displays all users by name, type and creation date 
 
Organization 
Enter your organization name 
 
Run User Protection 
When selected, users will be prompted to log on with a user 
name and password.  When deselected, any person can launch 
GeneMarker without a username and password. 
 
Add User 
Launches the Add User box where a new username and 
password can be input.  This is also where the user type can be 
chosen.  A user can be deleted by right-clicking the username 
and selecting Delete User.   
NOTE: Only the Administrator can add and delete users. 
 
My Password 
Launches the Change Password box where the user that is logged in can 
enter a new password.  The new password must be entered twice to 
ensure accuracy. 
 
Access Rights 
Launches the Access Rights of User Types box where the different access 
rights available to each user type can be identified.  Clicking the Set 
Default button will return the Access Rights for the User Type selected 
back to factory defaults. 
NOTE: Only the Administrator can change Access Rights for a User 
Type. 
 
Change User 
Prompts for a confirmation of action then launches the Login box.  
Choose a new user and enter the user’s password to login. 
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History  
The User Manager History tab monitors user activity associated with 
the user manager function. 
 
Date/Time  
Records the computer’s date and time for the activity. 
 
User 
Identifies the username of the person that performed the activity. 
 
 
 
Events 
Records the user manager activity that was performed. 
 
Comments 
Gives additional information for the event that was performed.  For example, if a user is added, then the 
username of the person that was added is recorded under Comments. 
 

Settings  
The User Manager Settings tab contains additional options for the User 
Management function. 
 
Overtime Protection 
When selected, GeneMarker will logout the user after the specified 
time entered in the Wait field.  When the user is logged out, the status 
of the analysis remains unchanged until the user logs back in (with 
username and password).   
 
Record Data Edit History 
When selected, any changes made to the allele calls of the project will 
be saved in the Edit History log.  Please see Edit History section below 
for more information. 
 

Edit History/Audit Trail 
When Record Data Edit History is selected in the User Manager Settings box (see User Management Settings 
section above), any change to allele calls in the analysis will be recorded.  Changes can also be recovered in the 
Edit History feature. 
 
Procedure  
1. Click the Show Chart/Table icon in the Main Analysis window. 
2. The Peak Table will appear below the sample electropherogram. 
3. Make changes to allele calls by right-clicking any cell in that 

allele’s row in the Peak Table or right-click the grey vertical bar 
at the center of the peak in the electropherogram. 

4. Choose to Edit Allele, Edit Comments, Add/Delete Allele, and 
Confirm. See Chapter 3 Main Analysis Overview. 

5. Once a change has been made to the allele call, notice the pink 
shading in the No. column of the Peak Table.  This indicates a 
change has been made to that allele. 

6. Right-click any changed allele and select View History. 
7. The Show Edit History window appears. 
8. Select a change from the Edit History List to view changes in the 

Current/Old Values table.  Changes will be highlighted in red. 
9. To recover a change, right-click the row in the Edit History List and select Recover Old Value.  A star will 

appear in the Recover column. 
10. Click OK and click Yes when the warning prompts you to confirm.  
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Edits History Window 
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