
Download GenBank from NCBI 

• Download NG or NC Accession 
• Download NT Accession 
• Save GenBank 







Scroll down to Genomic regions, select the appropriate assembly 

Download NG or NC Accession 

Download NT Accession 



• NG accession is the RefSeq 
• Most RefSeq GenBanks contain only a single transcript 
• NG accession can show dbSNP 
• Nucleotide positions do not relate to chromosome coordinates 
• Click “GenBank” link to download NG Accession 



• NC Accessions often contains Several Transcripts 
• NC Accessions do not have dbSNP 
• Nucleotide positions are chromosome coordinates 
• Click “GenBank” link to download NC Accession 



• NT Accessions often contains Several Transcripts 
• NT Accessions can show dbSNP 
• Nucleotide positions can be translated to chromosome coordinates 
• Click “dl” link to download NT Accession 



With NG_ accessions, you have the option to include 
SNPs - select this and press Update View. 
 
For genes located on minus strand, deselect Reverse 
complemented strand and press Update View. 
 
Expand the range if you are interested in the gene’s 
promoter region or other information outside of the 
gene, then press Update View. 

Save GenBank 



Choose Send 
Choose “File” Destination 
Choose “GenBank” Format 
Click “Create File” 



Choose to Save File. 



Choose the appropriate 
protein for your analysis 



• Choose Save As from File menu 
• Choose Selected gene region, selected mRNA region 

 
• Then open this GBK file for your project. 
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